Plasmid data sheet

Vector designation:
pZE21MCS

Genetic Map:

Restriction Map:

93 BseRl
102 Acc65!

108 PspOMI
123 Accl
123 Hincll
123 Sall
Bbs| 2247 132 Clal
Bbr7l 2247 138 Hindlll
Zral 2180 144 EcoRV
Aatll 2180 162 Smal
Xom| 2002 162 UthS|
Bglll 2074 162 Xmal
Boll 2069 168 BamHI
BsmAl 2063 180 Muu!

Eag! 2004

297 Avrll
327 Acelll

387 Peil
Msc| 1830

Fspl 1810
Tth1111 1792
pZE21MCS

+

2254 bp
Unique Sites

HaelV 1733

BsrDI 1684

BsaAl 1608
Fall 1588
701 Apall

BssHIl 1513
Sphl 1509
Msil 1473
NgoMIV 1410
Nael 1410
VpaK11Al 1395
Psp031 1395 1
Avall 1395 1078 Ppil
Rsrll 1394 1112 Spel

Bpll 1240

Bpll 1240

Sacl 1224

EcolCRI 1224

A
798 AwNI

Sequence:

CTCGAGTCCCTATCAGTGATAGAGATTGACATCCCTATCAGTGATAGAGA
TACTGAGCACATCAGCAGGACGCACTGACCGAATTCATTAAAGAGGAGAA
AGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGATAAGCTTGATATCG
AATTCCTGCAGCCCGGGGGATCCCATGGTACGCGTGCTAGAGGCATCAAA
TAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGT
TTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTA
GGGCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATAC
GGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAA
GGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTT
CCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTC
AGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCT
GGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATA
CCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAATGCTCAC
GCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGT
GTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTA
TCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAG
CCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAG
TTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGACAGTATTTGG
TATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCT
CTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGC
AAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGAT
CTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGA
TTTTGGTCATGACTAGTGCTTGGATTCTCACCAATAAAAAACGCCCGGCG
GCAACCGAGCGTTCTGAACAAATCCAGATGGAGTTCTGAGGTCATTACTG
GATCTATCAACAGGAGTCCAAGCGAGCTCTCGAACCCCAGAGTCCCGCTC
AGAAGAACTCGTCAAGAAGGCGATAGAAGGCGATGCGCTGCGAATCGGGA
GCGGCGATACCGTAAAGCACGAGGAAGCGGTCAGCCCATTCGCCGCCAAG
CTCTTCAGCAATATCACGGGTAGCCAACGCTATGTCCTGATAGCGGTCCG



CCACACCCAGCCGGCCACAGTCGATGAATCCAGAAAAGCGGCCATTTTCC
ACCATGATATTCGGCAAGCAGGCATCGCCATGGGTCACGACGAGATCCTC
GCCGTCGGGCATGCGCGCCTTGAGCCTGGCGAACAGTTCGGCTGGCGCGA
GCCCCTGATGCTCTTCGTCCAGATCATCCTGATCGACAAGACCGGCTTCC
ATCCGAGTACGTGCTCGCTCGATGCGATGTTTCGCTTGGTGGTCGAATGG
GCAGGTAGCCGGATCAAGCGTATGCAGCCGCCGCATTGCATCAGCCATGA
TGGATACTTTCTCGGCAGGAGCAAGGTGAGATGACAGGAGATCCTGCCCC
GGCACTTCGCCCAATAGCAGCCAGTCCCTTCCCGCTTCAGTGACAACGTC
GAGCACAGCTGCGCAAGGAACGCCCGTCGTGGCCAGCCACGATAGCCGCG
CTGCCTCGTCCTGCAGTTCATTCAGGGCACCGGACAGGTCGGTCTTGACA
AAAAGAACCGGGCGCCCCTGCGCTGACAGCCGGAACACGGCGGCATCAGA
GCAGCCGATTGTCTGTTGTGCCCAGTCATAGCCGAATAGCCTCTCCACCC
AAGCGGCCGGAGAACCTGCGTGCAATCCATCTTGTTCAATCATGCGAAAC
GATCCTCATCCTGTCTCTTGATCAGATCTTGATCCCCTGCGCCATCAGAT
CCTTGGCGGCAAGAAAGCCATCCAGTTTACTTTGCAGGGCTTCCCAACCT
TACCAGAGGGCGCCCCAGCTGGCAATTCCGACGTCTAAGAAACCATTATT
ATCATGACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCT
TCAC



