
Plasmid data sheet 
 

Vector designation: 
pZE12luc 
 
 
Genetic Map: 
 

 
 
 
Restriction Map: 
 

1  Sci I
1   Xho I

81  Eco R I
102  Acc 6 5 I
102  Kpn I
106  Btg I
106  Nco I

215  Pfo I
254  Psr I
260  Bsa A I
262  Bsi W I

431  Psi I

598  Bsr G I
715  Bst E I I
720  Bsu 3 6 I
740  Alf I
767  Sph I

836  Xcm I

915  Sap I

1286  Ppu M I
1286  Sse 8647 I

1384  Bsm F I
1410  Hin c I I

1428  Pac I
1447  Sex A I

1515  Bsp M I
1535  Sgr A I

1714  Bpl I
1714  Bpl I
1721  Eco N I

1765  Xba I
1876  Avr I I

Pci I  1965
Drd I  2067

Hae II  2209
Lpn I  2209

Alw N I  2376

Spe I  2690

Eco IC R I  2802
Sac I  2802

Ahd I  2894

Bsa I  2966
Bgl I  3013
Ase I  3070
Fsp I  3119

Cst M I  3252
Pvu I  3266
Eae I  3287
Gdi II  3287

Sca I  3377
Dra I  3474
Xmn I  3494

Ssp I  3701
Aat II  3817
Zra I  3817

pZE12 luc 

3891  bp
U n ique  S ites

 
 
 
Sequence: 
 
CTCGAGAATTGTGAGCGGATAACAATTGACATTGTGAGCGGATAACAAGA 
TACTGAGCACATCAGCAGGACGCACTGACCGAATTCATTAAAGAGGAGAA 
AGGTACCATGGAAGACGCCAAAAACATAAAGAAAGGCCCGGTGCCATTCT 
ATCCGCTAGAGGATGGAACCGCTGGAGAGCAACTGCATAAGGCTATGAAG 
AGATACGCCCTGGTTCCTGGAACAATTGCTTTTACAGATGCACATATCGA 
GGTGAACATCACGTACGCGGAATACTTCGAAATGTCCGTTCGGTTGGCAG 
AAGCTATGAAACGATATGGGCTGAATACAAATCACAGAATCGTCGTATGC 
AGTGAAAACTCTCTTCAATTCTTTATGCCGGTGTTGGGCGCGTTATTTAT 
CGGAGTTGCAGTTGCGCCCGCGAACGACATTTATAATGAACGTGAATTGC 
TCAACAGTATGAACATTTCGCAGCCTACCGTAGTGTTTGTTTCCAAAAAG 
GGGTTGCAAAAAATTTTGAACGTGCAAAAAAAATTACCAATAATCCAGAA 
AATTATTATCATGGATTCTAAAACGGATTACCAGGGATTTCAGTCGATGT 
ACACGTTCGTCACATCTCATCTACCTCCCGGTTTTAATGAATACGATTTT 
GTACCAGAGTCCTTTGATCGTGACAAAACAATTGCACTGATAATGAACTC 
CTCTGGATCTACTGGGTTACCTAAGGGTGTGGCCCTTCCGCATAGAACTG 
CCTGCGTCAGATTCTCGCATGCCAGAGATCCTATTTTTGGCAATCAAATC 
ATTCCGGATACTGCGATTTTAAGTGTTGTTCCATTCCATCACGGTTTTGG 
AATGTTTACTACACTCGGATATTTGATATGTGGATTTCGAGTCGTCTTAA 
TGTATAGATTTGAAGAAGAGCTGTTTTTACGATCCCTTCAGGATTACAAA 
ATTCAAAGTGCGTTGCTAGTACCAACCCTATTTTCATTCTTCGCCAAAAG 
CACTCTGATTGACAAATACGATTTATCTAATTTACACGAAATTGCTTCTG 
GGGGCGCACCTCTTTCGAAAGAAGTCGGGGAAGCGGTTGCAAAACGCTTC 
CATCTTCCAGGGATACGACAAGGATATGGGCTCACTGAGACTACATCAGC 
TATTCTGATTACACCCGAGGGGGATGATAAACCGGGCGCGGTCGGTAAAG 
TTGTTCCATTTTTTGAAGCGAAGGTTGTGGATCTGGATACCGGGAAAACG 
CTGGGCGTTAATCAGAGAGGCGAATTATGTGTCAGAGGACCTATGATTAT 
GTCCGGTTATGTAAACAATCCGGAAGCGACCAACGCCTTGATTGACAAGG 
ATGGATGGCTACATTCTGGAGACATAGCTTACTGGGACGAAGACGAACAC 



TTCTTCATAGTTGACCGCTTGAAGTCTTTAATTAAATACAAAGGATACCA 
GGTGGCCCCCGCTGAATTGGAGTCGATATTGTTACAACACCCCAACATCT 
TCGACGCGGGCGTGGCAGGTCTTCCCGACGATGACGCCGGTGAACTTCCC 
GCCGCCGTTGTTGTTTTGGAGCACGGAAAGACGATGACGGAAAAAGAGAT 
CGTGGATTACGTCGCCAGTCAAGTAACAACCGCCAAAAAGTTGCGCGGAG 
GAGTTGTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGAAAACTCGAC 
GCAAGAAAAATCAGAGAGATCCTCATAAAGGCCAAGAAGGGCGGAAAGTC 
CAAATTGTAATGACTCTAGAGGCATCAAATAAAACGAAAGGCTCAGTCGA 
AAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCCTG 
AGTAGGACAAATCCGCCGCCCTAGACCTAGGCGTTCGGCTGCGGCGAGCG 
GTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGA 
TAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACC 
GTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGAC 
GAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGG 
ACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTC 
CTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCG 
GGAAGCGTGGCGCTTTCTCAATGCTCACGCTGTAGGTATCTCAGTTCGGT 
GTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGC 
CCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTA 
AGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAG 
AGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACT 
ACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCA 
GTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCAC 
CGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAA 
AAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCT 
CAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGACTAGTGCTTG 
GATTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTTCTGAACAAA 
TCCAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAGGAGTCCAAG 
CGAGCTCGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCA 
CCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCC 
CGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTG 
CTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATTTATCAGCA 
ATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTT 
ATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGTAAGTA 
GTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATC 
GTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGTTCCCA 
ACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTA 
GCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCGCAGTGTTA 
TCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATC 
CGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATTCTGAG 
AATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGAT 
AATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGGAAAACG 
TTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTT 
CGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCTTTTACTTTC 
ACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAA 
GGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTTCCTTTTTC 
AATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATA 
TTTGAATGTATTTAGAAAAATAAACAAATAGGGGTTCCGCGCACATTTCC 
CCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCATGACATTAA 
CCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCAC 
 


