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Vector designation: 

pZA33luc 

 

 

Genetic Map: 

 

 

 

 

Restriction Map: 

 

1  Sci I
1  Xho I

90  Eco RI
111  Acc 65I
111  Kpn I

149  Bbe I
149  Hae I I
149  Kas I
149  Lpn I
149  Nar I
149  Sfo I

263  Psr I
271  Bsi WI

358  Bts I
440  Psi I

607  Bsr GI
610  Afl III

724  Bst EII
729  Bsu 36I
749  Alf I
776  Sph I

845  Xcm I
892  Hae IV
924  Sap I

1065  Bcg I
1065  Bcg I

1259  Bse YI
1295  Ppu MI
1295  Sse 8647I
1296  Ava I I
1296  Psp 03I
1296  Vpa K11AI

1393  Bsm FI
1437  Pac I

1456  Sex AI
1524  Bsp MI

1544  Sgr AI
1723  Bpl I
1723  Bpl I
1730  Eco NI

1774  Xba I

Avr II  1885
Taq II  1929

Sac II  2025
Age I  2186

Gdi II  2207

Alw NI  2374

Bsp 24I  2442

Fal I  2588
Ase I  2599

Spe I  2688

Eco ICRI  2800
Sac I  2800
Sca I  2841

Msc I  2991
Pas I  3024
Pfl MI  3025

Acl I  3170
Bsr DI  3244

Pvu II  3358
Bpu 10I  3483

Msl I  3540
Aat II  3601
Zra I  3601

Bsp HI  3623

pZA33luc

3675 bp
Unique Sites

 
 

 

Sequence: 

 
CTCGAGAAATTTATCAAAAAGAGTGTTGACTTGTGAGCGGATAACAATGA 

TACTTAGATTCAATTGTGAGCGGATAACAATTTCACACAGAATTCATTAA 
AGAGGAGAAAGGTACCATGGAAGACGCCAAAAACATAAAGAAAGGCCCGG 
CGCCATTCTATCCgCTAGAGGATGGAACCGCTGGAGAGCAACTGcATAAG 

gCTATGAAGAGATACGCCCTGGTTCCTGGAACAATTGCTTTTACAGATGC 
ACATATCGAGGTGAACATCACGTACGCGGAATACTTCGAAATGTCCGTTC 

GGTTGGCAGAAGCTaTGAAACGATATGGGCTGAATACAAATCACAGAATC 
GTCGTATgCAGTGAAAACTCTCTTCAATTCTTTATGCCGGTGTTGGGCGC 

GTTATTTATCGGAGTTGCAGTTGCGCCCGCGAACGACATTTATAATGAAC 
GTGAATTGCTCAACAGTATGAACATTTCGCAGCCTAcCGTAGTGTTtGTT 

TCCAAAAAGGGGTTGCAAAAAATTTTGAACGTGCAAAAAAAATTACCAAT 
AATCCAGAAAATTATTATCATGGATtctAAAACGGATTACCAGGGATTTC 
AGTCGATGTACACGTTCGTCACATCTCATCTACCTCCCGGTTTTAATGAA 

TACGATTTTGTACCAGAGTCCTTTGATCGTGACAAAACAATTGCACTGAT 
AATGAAcTCCTCTGGATCTACTGGGTTACCTAAGGGTGTGGCCCTTCCGC 

ATAGAACTGCCTGCGTCAGATTCTCGCATGCCAGAGATCCTATTTTTGGC 
AATCAAATCATTCCGGATACTGCGATTTTAAGTGTTGTTCCATTCCATCA 

CGGTTTTGGAATGTTTACTACACTCGGATATTTGATATGTGGATTTCGAG 
TCGTCTTAATGTATAGATTTGAAGAAGAGCTGTTTTTACGATCCCTTCAG 

GATTACAAAATTCAAAGTGCGTTGCTAGTACCAACCCTATTTTCATTCTT 
CGCCAAAAGCACTCTGATTGACAAATACGATTTATCTAATTTACACGAAA 
TTGCTTCTGGGGGCGCACCTCTTTCGAAAGAAGTCGGGGAAGCGGTTGCA 

AAACGCTTCCATCTTCCAGGGATACGACAAGGATATGGGCTCACTGAGAC 
TACATCAGCTATTCTGATTACACCCGAGGGGGATGATAAACCGGGCGCgG 

TCGGTAAAGTTGTTCCATTTTTTGAAGCGAAGGTTGTGGATCTGGATACC 
GGGAAAACGCTGGGCGTTAATCAGAGAGGCGAATTATGTGTCAGAGGACC 

TATGATtATGTCCGGTTATGTAAACAATCCGgAAGCGACCAACGCCTTGA 
TTGACAAGGATGGATGGCTACATTCTGGAGACATAGCTTACTGGGACGAA 



GACGAACACTTCTTCATAGTTGACCGCTTGAAGTCTTTAATTAAATACAA 

AGGATAcCAGGTGGCCCCCGCTGAATTGGAgTCGATATTGTTACAACACC 
CCAACATCTTCGACGCGGGCGTGGCAGGTCTTCCCGACGATGACGCCGGT 

GAACTTCCCGCCGCCGTTGTTGTTTTGGAGCACGGAAAGACGATGACGGA 
AAAAGAGATCGTGGATTACGTCGCCAGTCAAGTAACAACCGCCAAAAAGT 
TGCGCGGAGGAGTTGTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGA 

AAACTCGACGCAAGAAAAAtcAGAGAGATCCTCATAAAGGCCAAGAAGGG 
CGGAAAGTCCAAATTGTAATGACTCTAGAGGCATCAAATAAAACGAAAGG 

CTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAAC 
GCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTAGGGGATATATTC 

CGCTTCCTCGCTCACTGACTCGCTACGCTCGGTCGTTCGACTGCGGCGAG 
CGGAAATGGCTTACGAACGGGGCGGAGATTTCCTGGAAGATGCCAGGAAG 

ATACTTAACAGGGAAGTGAGAGGGCCGCGGCAAAGCCGTTTTTCCATAGG 
CTCCGCCCCCCTGACAAGCATCACGAAATCTGACGCTCAAATCAGTGGTG 
GCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGCGGCT 

CCCTCGTGCGCTCTCCTGTTCCTGCCTTTCGGTTTACCGGTGTCATTCCG 
CTGTTATGGCCGCGTTTGTCTCATTCCACGCCTGACACTCAGTTCCGGGT 

AGGCAGTTCGCTCCAAGCTGGACTGTATGCACGAACCCCCCGTTCAGTCC 
GACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGAAAG 

ACATGCAAAAGCACCACTGGCAGCAGCCACTGGTAATTGATTTAGAGGAG 
TTAGTCTTGAAGTCATGCGCCGGTTAAGGCTAAACTGAAAGGACAAGTTT 

TGGTGACTGCGCTCCTCCAAGCCAGTTACCTCGGTTCAAAGAGTTGGTAG 
CTCAGAGAACCTTCGAAAAACCGCCCTGCAAGGCGGTTTTTTCGTTTTCA 
GAGCAAGAGATTACGCGCAGACCAAAACGATCTCAAGAAGATCATCTTAT 

TAATCAGATAAAATATTACTAGATTTCAGTGCAATTTATCTCTTCAAATG 
TAGCACCTGAAGTCAGCCCCATACGATATAAGTTGTTACTAGTGCTTGGA 

TTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTTCTGAACAAATC 
CAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAGGAGTCCAAGCG 

AGCTCGATATCAAATTACGCCCCGCCCTGCCACTCATCGCAGTACTGTTG 
TAATTCATTAAGCATTCTGCCGACATGGAAGCCATCACAGACGGCATGAT 

GAACCTGAATCGCCAGCGGCATCAGCACCTTGTCGCCTTGCGTATAATAT 
TTGCCCATGGTGAAAACGGGGGCGAAGAAGTTGTCCATATTGGCCACGTT 

TAAATCAAAACTGGTGAAACTCACCCAGGGATTGGCTGAGACGAAAAACA 
TATTCTCAATAAACCCTTTAGGGAAATAGGCCAGGTTTTCACCGTAACAC 
GCCACATCTTGCGAATATATGTGTAGAAACTGCCGGAAATCGTCGTGGTA 

TTCACTCCAGAGCGATGAAAACGTTTCAGTTTGCTCATGGAAAACGGTGT 
AACAAGGGTGAACACTATCCCATATCACCAGCTCACCGTCTTTCATTGCC 

ATACGAAATTCCGGATGAGCATTCATCAGGCGGGCAAGAATGTGAATAAA 
GGCCGGATAAAACTTGTGCTTATTTTTCTTTACGGTCTTTAAAAAGGCCG 

TAATATCCAGCTGAACGGTCTGGTTATAGGTACATTGAGCAACTGACTGA 
AATGCCTCAAAATGTTCTTTACGATGCCATTGGGATATATCAACGGTGGT 

ATATCCAGTGATTTTTTTCTCCATTTTAGCTTCCTTAGCTCCTGAAAATC 
TCGATAACTCAAAAAATACGCCCGGTAGTGATCTTATTTCATTATGGTGA 
AAGTTGGAACCTCTTACGTGCCGATCAACGTCTCATTTTCGCCAGATATC 

GACGTCTAAGAAACCATTATTATCATGACATTAACCTATAAAAATAGGCG 
TATCACGAGGCCCTTTCGTCTTCAC 

 


