Plasmid data sheet

Vector designation:
pZA21MCS

Genetic Map:

Aatll

PLteto-1
EcoRI
Kn'
Kpnl
P MCS
Sacl
Spel/\_/\"«wll
p15A
Restriction Map:
102 Acc65!
102 Kpnl
108
108 PspOMI
123 Accl
123 Hincll
123 Sall
132 Clal
Bbs| 2234 138 Hindlll
Bbr7l 2234 144
BspHI 2189 162 Smal
Zral 2167 162 UthSI
Aatll 2167 162 Xmal
Xcm| 2079 168 BamHI

180 AfllI
180 Miul

Bglll 2061
Bell 2056

Eagl 1991
297 Awrll
Drd| 1870

Msc| 1817
Hae| 1817
Fspl 1797
Tth1111 1779
pZA21MCS

+

2241 bp
Unique Sites

HaelV 1720
BeiVl 1689
BsrDI 1671

BsaAl 1595

BssHIl 1500
Sphi 1496
Sim1 1469
Msl1 1460
g <
lae
VpaK11Al 1382 W 923 BstBI
Psp03l 1382 1010 Asel
Avall 1382 1023 Sspl
Rsrll 1381 1099 Spel
Bpll 1227
Bpll 1227
Sacl 1211
EcolCRI 1211

785 AwNI

853 Bsp2dl

Sequence:

CTCGAGTCCCTATCAGTGATAGAGATTGACATCCCTATCAGTGATAGAGA
TACTGAGCACATCAGCAGGACGCACTGACCGAATTCATTAAAGAGGAGAA
AGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGATAAGCTTGATATCG
AATTCCTGCAGCCCGGGGGATCCCATGGTACGCGTGCTAGAGGCATCAAA
TAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGT
TTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTA
GGGATATATTCCGCTTCCTCGCTCACTGACTCGCTACGCTCGGTCGTTCG
ACTGCGGCGAGCGGAAATGGCTTACGAACGGGGCGGAGATTTCCTGGAAG
ATGCCAGGAAGATACTTAACAGGGAAGTGAGAGGGCCGCGGCAAAGCCGT
TTTTCCATAGGCTCCGCCCCCCTGACAAGCATCACGAAATCTGACGCTCA
AATCAGTGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCC
CCCTGGCGGCTCCCTCGTGCGCTCTCCTGTTCCTGCCTTTCGGTTTACCG
GTGTCATTCCGCTGTTATGGCCGCGTTTGTCTCATTCCACGCCTGACACT
CAGTTCCGGGTAGGCAGTTCGCTCCAAGCTGGACTGTATGCACGAACCCC
CCGTTCAGTCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCC
AACCCGGAAAGACATGCAAAAGCACCACTGGCAGCAGCCACTGGTAATTG
ATTTAGAGGAGTTAGTCTTGAAGTCATGCGCCGGTTAAGGCTAAACTGAA
AGGACAAGTTTTGGTGACTGCGCTCCTCCAAGCCAGTTACCTCGGTTCAA
AGAGTTGGTAGCTCAGAGAACCTTCGAAAAACCGCCCTGCAAGGCGGTTT
TTTCGTTTTCAGAGCAAGAGATTACGCGCAGACCAAAACGATCTCAAGAA
GATCATCTTATTAATCAGATAAAATATTACTAGATTTCAGTGCAATTTAT
CTCTTCAAATGTAGCACCTGAAGTCAGCCCCATACGATATAAGTTGTTAC
TAGTGCTTGGATTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTT
CTGAACAAATCCAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAG
GAGTCCAAGCGAGCTCTCGAACCCCAGAGTCCCGCTCAGAAGAACTCGTC
AAGAAGGCGATAGAAGGCGATGCGCTGCGAATCGGGAGCGGCGATACCGT
AAAGCACGAGGAAGCGGTCAGCCCATTCGCCGCCAAGCTCTTCAGCAATA
TCACGGGTAGCCAACGCTATGTCCTGATAGCGGTCCGCCACACCCAGCCG



GCCACAGTCGATGAATCCAGAAAAGCGGCCATTTTCCACCATGATATTCG
GCAAGCAGGCATCGCCATGGGTCACGACGAGATCCTCGCCGTCGGGCATG
CGCGCCTTGAGCCTGGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTC
TTCGTCCAGATCATCCTGATCGACAAGACCGGCTTCCATCCGAGTACGTG
CTCGCTCGATGCGATGTTTCGCTTGGTGGTCGAATGGGCAGGTAGCCGGA
TCAAGCGTATGCAGCCGCCGCATTGCATCAGCCATGATGGATACTTTCTC
GGCAGGAGCAAGGTGAGATGACAGGAGATCCTGCCCCGGCACTTCGCCCA
ATAGCAGCCAGTCCCTTCCCGCTTCAGTGACAACGTCGAGCACAGCTGCG
CAAGGAACGCCCGTCGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTG
CAGTTCATTCAGGGCACCGGACAGGTCGGTCTTGACAAAAAGAACCGGGC
GCCCCTGCGCTGACAGCCGGAACACGGCGGCATCAGAGCAGCCGATTGTC
TGTTGTGCCCAGTCATAGCCGAATAGCCTCTCCACCCAAGCGGCCGGAGA
ACCTGCGTGCAATCCATCTTGTTCAATCATGCGAAACGATCCTCATCCTG
TCTCTTGATCAGATCTTGATCCCCTGCGCCATCAGATCCTTGGCGGCAAG
AAAGCCATCCAGTTTACTTTGCAGGGCTTCCCAACCTTACCAGAGGGCGC
CCCAGCTGGCAATTCCGACGTCTAAGAAACCATTATTATCATGACATTAA
CCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCAC



