Plasmid data sheet

Vector designation:
pZAl4luc

Genetic Map:

Aatll

pIac/ara—l

EcoRI

Ap ~Kpnl

pZA14luc luciferase

Sacl
Xbal

Spel/\_/\“""

p15A

Restriction Map:

1 Aatll
1 Zal

42 Apal
42 PspOMI

425 BamHI
432 Hindlll
448 Afel
500 EcoRl
BspHI 4142 521 Acc6s!
Apall 3974 521 Kpnl
Ppil 3948 525 Neol

Xmn| 3902
Dral 3882
Scal 3785

Pvul 3674
CstMI 3660
Sfcl 3548
Fspl 3527
Bgll 3421
Sim| 3376
Bsal 3374
And| 3302
Sacl 3210
EcolCRI 3210

681 BsiWl

850 Psil
pZA14luc

/= 1134 BstEIl

4224 bp 1139 Bsu36l
Unique Sites /< 1159 Al

1186 Sphl

1255 Xem|
1334 Sap!

1017 BsrGl
1020 AfllII

Spel 3098

Fall 2998

AlwNI 2784

S
Agel 2596 1669 Bse Y1

1705 PpuMI
1705 Sse86471

1803 BsmF|

1847 Pac|

Sacll 2435
Avrll 2295
Xoal 2184
Hac| 2148 1866 Sex Al
EcoNI 2140 1998 Doty
Bpll 2133

Bpil 2133 1954 SgrAl

Sequence:

GACGTCTGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGGCCCTCG
GACACCGAGGAGAATGTCAAGAGGCGAACACACAACGTCTTGGAGCGCCA
GAGGAGGAACGAGCTAAAACGGAGCTTTTTTGCCCTGCGTGACCAGATCC
CGGAGTTGGAAAACAATGAAAAGGCCCCCAAGGTAGTTATCCTTAAAAAA
GCCACAGCATACATCCTGTCCGTCCAAGCAGAGGAGCAAAAGCTCATTTC
TGAAGAGGACTTGTTGCGGAAACGACGAGAACAGTTGAAACACAAACTTG
AACAGCTACGGAACTCTTGTGCGTAAGGAAAAGTAAGGAAAACGATTCCT
TCTAACAGAAATGTCCTGAGCAATCACCTATGAACTGTCGACTCGAGCAT
AGCATTTTTATCCATAAGATTAGCGGATCCTAAGCTTTACAATTGTGAGC
GCTCACAATTATGATAGATTCAATTGTGAGCGGATAACAATTTCACACAG
AATTCATTAAAGAGGAGAAAGGTACCATGGAAGACGCCAAAAACATAAAG
AAAGGCCCGGCGCCATTCTATCCgCTAGAGGATGGAACCGCTGGAGAGCA
ACTGCATAAGYCTATGAAGAGATACGCCCTGGTTCCTGGAACAATTGCTT
TTACAGATGCACATATCGAGGTGAACATCACGTACGCGGAATACTTCGAA
ATGTCCGTTCGGTTGGCAGAAGCTaTGAAACGATATGGGCTGAATACAAA
TCACAGAATCGTCGTATgCAGTGAAAACTCTCTTCAATTCTTTATGCCGG
TGTTGGGCGCGTTATTTATCGGAGTTGCAGTTGCGCCCGCGAACGACATT
TATAATGAACGTGAATTGCTCAACAGTATGAACATTTCGCAGCCTACCGT
AGTGTTtGTTTCCAAAAAGGGGTTGCAAAAAATTTTGAACGTGCAAAAAA
AATTACCAATAATCCAGAAAATTATTATCATGGATtctAAAACGGATTAC
CAGGGATTTCAGTCGATGTACACGTTCGTCACATCTCATCTACCTCCCGG
TTTTAATGAATACGATTTTGTACCAGAGTCCTTTGATCGTGACAAAACAA
TTGCACTGATAATGAACTCCTCTGGATCTACTGGGTTACCTAAGGGTGTG
GCCCTTCCGCATAGAACTGCCTGCGTCAGATTCTCGCATGCCAGAGATCC
TATTTTTGGCAATCAAATCATTCCGGATACTGCGATTTTAAGTGTTGTTC
CATTCCATCACGGTTTTGGAATGTTTACTACACTCGGATATTTGATATGT
GGATTTCGAGTCGTCTTAATGTATAGATTTGAAGAAGAGCTGTTTTTACG
ATCCCTTCAGGATTACAAAATTCAAAGTGCGTTGCTAGTACCAACCCTAT



TTTCATTCTTCGCCAAAAGCACTCTGATTGACAAATACGATTTATCTAAT
TTACACGAAATTGCTTCTGGGGGCGCACCTCTTTCGAAAGAAGTCGGGGA
AGCGGTTGCAAAACGCTTCCATCTTCCAGGGATACGACAAGGATATGGGC
TCACTGAGACTACATCAGCTATTCTGATTACACCCGAGGGGGATGATAAA
CCGGGCGCgGTCGGTAAAGTTGTTCCATTTTTTGAAGCGAAGGTTGTGGA
TCTGGATACCGGGAAAACGCTGGGCGTTAATCAGAGAGGCGAATTATGTG
TCAGAGGACCTATGATIATGTCCGGTTATGTAAACAATCCGYAAGCGACC
AACGCCTTGATTGACAAGGATGGATGGCTACATTCTGGAGACATAGCTTA
CTGGGACGAAGACGAACACTTCTTCATAGTTGACCGCTTGAAGTCTTTAA
TTAAATACAAAGGATACCAGGTGGCCCCCGCTGAATTGGAQTCGATATTG
TTACAACACCCCAACATCTTCGACGCGGGCGTGGCAGGTCTTCCCGACGA
TGACGCCGGTGAACTTCCCGCCGCCGTTGTTGTTTTGGAGCACGGAAAGA
CGATGACGGAAAAAGAGATCGTGGATTACGTCGCCAGTCAAGTAACAACC
GCCAAAAAGTTGCGCGGAGGAGTTGTGTTTGTGGACGAAGTACCGAAAGG
TCTTACCGGAAAACTCGACGCAAGAAAAALCAGAGAGATCCTCATAAAGG
CCAAGAAGGGCGGAAAGTCCAAATTGTAATGACTCTAGAGGCATCAAATA
AAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTT
GTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTAGG
GGATATATTCCGCTTCCTCGCTCACTGACTCGCTACGCTCGGTCGTTCGA
CTGCGGCGAGCGGAAATGGCTTACGAACGGGGCGGAGATTTCCTGGAAGA
TGCCAGGAAGATACTTAACAGGGAAGTGAGAGGGCCGCGGCAAAGCCGTT
TTTCCATAGGCTCCGCCCCCCTGACAAGCATCACGAAATCTGACGCTCAA
ATCAGTGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCC
CCTGGCGGCTCCCTCGTGCGCTCTCCTGTTCCTGCCTTTCGGTTTACCGG
TGTCATTCCGCTGTTATGGCCGCGTTTGTCTCATTCCACGCCTGACACTC
AGTTCCGGGTAGGCAGTTCGCTCCAAGCTGGACTGTATGCACGAACCCCC
CGTTCAGTCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCA
ACCCGGAAAGACATGCAAAAGCACCACTGGCAGCAGCCACTGGTAATTGA
TTTAGAGGAGTTAGTCTTGAAGTCATGCGCCGGTTAAGGCTAAACTGAAA
GGACAAGTTTTGGTGACTGCGCTCCTCCAAGCCAGTTACCTCGGTTCAAA
GAGTTGGTAGCTCAGAGAACCTTCGAAAAACCGCCCTGCAAGGCGGTTTT
TTCGTTTTCAGAGCAAGAGATTACGCGCAGACCAAAACGATCTCAAGAAG
ATCATCTTATTAATCAGATAAAATATTACTAGATTTCAGTGCAATTTATC
TCTTCAAATGTAGCACCTGAAGTCAGCCCCATACGATATAAGTTGTTACT
AGTGCTTGGATTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTTC
TGAACAAATCCAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAGG
AGTCCAAGCGAGCTCGTAAACTTGGTCTGACAGTTACCAATGCTTAATCA
GTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCC
TGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGG
CCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATT
TATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCT
GCAACTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAG
AGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTA
CAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCC
GGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAA
AGCGGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCG
CAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTC
ATGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTC
ATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAA
TACGGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATT
GGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAG
ATCCAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCTT
TTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCC
GCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTT
CCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCG
GATACATATTTGAATGTATTTAGAAAAATAAACAAATAGGGGTTCCGCGC
ACATTTCCCCGAAAAGTGCCACCT



